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Abstract 

Serous ovarian cancer (SOC) is the most common women cancer and the leading cause of cancer-related mortal-
ity among the gynaecological malignancies. Although effective chemotherapeutics combined with surgery are 
developed for the treatment, the five-year survival rate is unsatisfactory due to chemoresistance. To overcome this 
shortcoming of chemotherapy, we established taxol and carboplatin resistant SOC cell lines for the understandings 
of the molecular and cellular mechanisms of chemoresistance. Here, we found that these chemoresistant cell lines 
showed less viability and proliferation, due to more cells arrested at G0/G1 phase. Glutathione-S-transferases-theta1 
(GSTT1) was significantly upregulated in these chemoresistant cells, along with other chemoresistant genes. Mean-
while, GSTT1 expression was also significantly upregulated in the SOC patient tissues after taxol treatment, indicating 
this upregulation was physiologically relevant to chemotherapy. Further, suppression of GSTT1 expression by shRNA 
in SOC cell lines led to more sensitivity to drug treatment, through increasing divided cells and promoting cell death. 
Moreover, the expression of DNA topoisomerase 1 (Topo I) was in synergy with that of GSTT1 in the chemoresistant 
cells, and GSTT1 can bind to Topo I in vitro, which suggested GSTT1 could function through DNA repair mechanism 
during chemoresistance. In summary, our data imply that GSTT1 may be a potential biomarker or indicator of drug 
resistance in serous ovarian cancer.
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Introduction
Ovarian cancer (OC) is the most lethal gynaecologic can-
cer, which accounts for 4% of all kinds of women’s cancer. 
The most malignant subtype of ovarian cancer is high-
grade serous ovarian cancer (SOC), causing the most 
lethality of ovarian cancer cases [1, 2]. So far chemo-
therapy is one of effective treatments for ovarian cancer. 
Many chemotherapeutics, such as taxol (TAX), carbo-
platin (CBP), doxorubicin, cyclophosphamide, etc., are 

widely used in clinical practice, eliminating cancer cells 
through inhibiting the proliferation of and promoting 
the death of cancer cells. For example, taxol can combine 
with tubulin polymers, and selectively block cell prolif-
eration in the G2/M phase, and thus induce cytotoxicity. 
Carboplatin can alkylate DNA in cancer cells, resulting in 
the disruption of DNA structure and the death of cancer 
cells.

Despite advances in chemotherapy, the overall five-year 
survival rate for SOC is just roughly 20%, mainly due to 
chemoresistance, which leads to cancer recurrence and 
treatment failure for SOC patients [3, 4]. Previous studies 
indicated that cancer chemoresistance is underlined by 
multiple mechanisms, including DNA repair, autophagy, 
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drug efflux, metabolism reprogramming, epithelial-
mesenchymal transition (EMT), mitochondrial altera-
tion, etc. [5, 6]. Molecules involved in those processes 
may play roles in regulating chemoresistance, and could 
provide potential targets for drug treatment or diagno-
sis, in order to improve survival rates for ovarian cancer 
patients.

To investigate the molecular and cellular mechanisms 
of ovarian cancer chemoresistance, taxol and carbopl-
atin, two commonly used effective drugs in clinical prac-
tice, were utilized for developing chemoresistant SOC 
cell lines. In this study, we show here that Glutathione-
S-transferases-T1 (GSTT1), a member of metabolic 
enzymes that catalyse the conjugation of glutathione onto 
endogenous and xenobiotic reactive intermediates [7, 8], 
and a previously showed cancer related gene, is related 
to the chemoresistance of SOC cell lines. The expression 
level of GSTT1 is not only substantially up-regulated in 
taxol and carboplatin resistant SOC cell lines, but also 
physiologically up-regulated in the tissues from SOC 
patients after chemotherapy. Down-regulation of GSTT1 
in SOC cells reduced cell viability and increased the sen-
sitivity to treatments, through promoting cell death and 
increasing divided cells at G2/M phase. Interestingly, 
DNA topoisomerase 1 (Topo I), which is synergistically 
up-regulated in drug-resistant SOC cells, could interact 
with GSTT1, based on our preliminary efforts to illus-
trate the molecular mechanism of GSTT1’s role in chem-
oresistance of SOC cell lines.

Materials and methods
Ovarian cancer tissues
The study was approved by the Ethics Committee of 
Shanghai Cancer Center, Fudan University (Certifi-
cation no. 050432–4-1212B). Prior written informed 
consent was obtained from all patients. Tissues were 
obtained from patients who had undergone an operation 
at Gynecologic Surgery, Fudan University Shanghai Can-
cer Center (Shanghai, China) between 2013 and 2015, 
including 40 SOC tissues (FIGO stage II-IV, median age 
55 years) and 20 normal tissues (ovary tissues obtained 
from 20 patients who underwent ovariohysterectomy 
for other gynecological cancer, median age 58 years). All 
specimens were collected and frozen in liquid nitrogen 
immediately after surgery and then stored at − 80 °C until 
analysis. The diagnoses of all the patients were confirmed 
by histopathological examination.

Cell culture and reagents
Human OC cell lines SKOV3 and HO8910 were pur-
chased from Shanghai Chinese Academy of Sciences 
and were cultured in RPMI-1640 medium (Gibco) con-
taining 10% foetal bovine serum, 1% HEPES and 1% 

penicillin-streptomycin (Gibco). Cell culture was per-
formed in an incubator with a  CO2 concentration of 5% 
and a temperature of 37 °C.

Establishment of taxol / carboplatin‑resistant OC cell lines 
(SKOV3‑TAX/CBP, HO8910‑TAX/CBP)
Taxol (TAX, concentration) and carboplatin (CBP) were 
obtained from the pharmacy department of Fudan Uni-
versity Shanghai Cancer Center. Taxol/carboplatin-resist-
ant OC cell lines (SKOV3-TAX/CBP, HO8910-TAX/CBP) 
were established in vitro by the gradually increased con-
centration method with time-stepwise increment. Firstly, 
SKOV3 and HO8910 cells were exposed to stepwise esca-
lating concentrations of TAX (2.5 μg/ml, 5 μg/ml, 7.5 μg/
ml, 10 μg/ml and 12.5 μg/ml) for 48 h, when they grew to 
70–80% confluence, to check the initial concertration. 
The treated cells were then washed with PBS and cul-
tured in TAX-free RPMI-1640 that was refreshed every 
day. The dead cells were washed out with PBS, and fresh 
medium again was added daily. After the cells recovered, 
the initial concentration was checked as 2.5 μg/ml, and 
TAX was added to the cells at increased doses. While 
the final concentration of TAX was five-fold higher than 
the initial concentration, the SKOV3-TAX (12.5 μg/ml) 
and HO8910-TAX (12.5 μg/ml) cells were treated with 
low concentrations of CBP (5 μg/ml, 10 μg/ml, 15 μg/ml, 
20 μg/ml and 25 μg/ml). The treatment with CBP was 
repeated the same as previous steps with TAX treatment, 
until the initial concentration was checked as 5 μg/ml and 
the final five-fold concentration was reached to 25 μg/
ml. Then, this cyclic treatment with TAX and CBP was 
performed three times, as TAX and CBP respectively 
was reached to 10-fold, 15-fold and 20-fold higher than 
the initial concentration in the end (as TAX-50 μg/ml and 
CBP-100 μg/ml). The resistant cells were then cultured 
without TAX and CBP for three passages and frozen in 
the liquid nitrogen [9].

Establishment of GSTT1 down‑regulated transduced cells
Short hairpin RNA (shRNA) sequences (Table  1) were 
designed with the RNAi Designer program. The seg-
ments of nucleotides were cloned into the pLKO.1-
puro vector (Addgene, MA, USA). The envelope vector 
pMD2.G, packing plasmid PAX2 and recombined plas-
mids were transfected into HEK293T cells at a ratio of 
1:3:4. The virus supernatant was collected after 48 h and 
transduced into the OC cell lines using polybrene (8 mg/
ml, Sigma, USA) for 24 h to generate shGSTT1–1 and 
shGSTT1–2 transduced cells. Transduced cells were 
screened by puromycin (1 mg/ml, Sigma-Aldrich, MO, 
USA) for 5 days [10].
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Cell cycle assay
Following incubation for 24 h, cells were harvested, 
washed with ice-cold PBS, and fixed with 70% alcohol 
overnight at 4 °C. The fixed cells were incubated with 
500 μl PI (BD PharmingenTM, USA) for 15 min at room 
temperature in the dark and were analysed by flow 
cytometry. Cell distributions were assessed using ModFit 
LT software (Verity Software House, ME).

Cell death assay
Cells were harvested, resuspended in 0.5 ml binding 
buffer, and incubated with Annexin V-fluorescein iso-
thiocyanate/PI dual stain (BD Biosciences, San Jose, CA, 
USA) for 20 min and determined by flow cytometry. The 
assays were repeated three times. Cells negative for both 
PI and Annexin V were considered viable cells. PI-nega-
tive and Annexin V-positive cells were considered early 
apoptotic cells. PI-positive and Annexin V-positive cells 
were considered dead cells.

Cell proliferation assay
Cell Counting Kit-8 (CCK-8; Dojindo Molecular Tech-
nologies, Inc.) was used to assess cell proliferation. The 
cells were seeded in 96-well plates in triplicate at a den-
sity of ~ 1 ×  103 cells/well and were cultured for 1, 2, 3 

and 4 days. After incubation, CCK-8 reagent was added 
for 2 h at 37 °C. Optical density (OD) was detected at 
450 nm.

In the drug sensitivity test, cells were seeded in 96-well 
plates in triplicate at a density of ~ 1 ×  103 cells/well for 
24 h at 37 °C, and separately treated with taxol (0, 5, 10, 
20, 50, 80, 100, 200 μg/ml) and carboplatin (0, 10, 40, 80, 
100, 150, 200, 500 μg/ml) for 48 h at 37 °C. Then, CCK-8 
reagent was added for 2 h at 37 °C. Optical density (OD) 
was detected at 450 nm and the IC50 was calculated.

Colony formation assay
The drug resistant cells (HO8910-TAX, HO8910-
CBP, HO8910-TAX/CBP, SKOV3-TAX, SKOV3-CBP 
and SKOV3-TAX/CBP) and knockdown group cells 
(HO8910-TAX-shCON, HO8910-TAX-shGSTT1, 
HO8910-CBP-shCON, HO8910-CBP-shGSTT1, 
HO8910-TAX/CBP-shCON and HO8910-TAX/CBP-
shGSTT1) were seeded in 6-well plates at a density of 
1000 cells/well and incubated for 14 days. The cells were 
fixed with 4% paraformaldehyde at room temperature 
for 15 min and then stained with 0.5% crystal violet dye 
at room temperature for 10 min. The cell colony number 
was counted by microscope.

In the drug sensitivity test, the HO8910-TAX groups 
were treated with taxol (50 μg/ml), the HO8910-CBP 
groups were treated with carboplatin (100 μg/ml) and 

Table 1 Sequences of primers and targets

Primers/targets Sequences

GSTT1 qRT-PCR forward 5′-CCA AGC TGC ACG ATA GGT CAC-3′

GSTT1 qRT-PCR reverse 5′-GGT ATG CTA CAC ACA GCT CCAC-3′

MDR1 qRT-PCR forward 5′-GAC ATG ACC AGG TAT GCC TA-3′

MDR1 qRT-PCR reverse 5′-CTT GGA GAC ATC ATC TGT AAGTC-3′

Topo I qRT-PCR forward 5′-AGG TTC CTT CTC CTC CTC CA-3′

Topo I qRT-PCR reverse 5′-GCC GAG CAG TCT CGT ATT TC-3′

ERCC1 qRT-PCR forward 5′-CCT TAT TCC GAT CTA CAC AGAGC-3′

ERCC1 qRT-PCR reverse 5′-TAT TCG GCG TAG GTC TGA GGG-3’

Bcl2 qRT-PCR forward 5′-TTG CCA GCC GGA ACC TAT G-3’

Bcl2 qRT-PCR reverse 5′-CGA AGG CGA CCA GCA ATG ATA-3’

Cyclin B1 qRT-PCR forward 5′-AAT AAG GCG AAG ATC AAC ATGGC-3’

Cyclin B1 qRT-PCR reverse 5′-TTT GTT ACC AAT GTC CCC AAGAG-3’

Cyclin E1 qRT-PCR forward 5′-GCC AGC CTT GGG ACA ATA ATG-3’

Cyclin E1 qRT-PCR reverse 5′-CTT GCA CGT TGA GTT TGG GT-3’

β-actin qRT-PCR forward 5′- AAG GTG ACA GCA GTC GGT T-3’

β-actin qRT-PCR reverse 5′- TGT GTG GAC TTG GGA GAG G-3’

shGSTT1–1 forward 5′-CCG GCA GCA CTT AAG CGA TGC CTT TCT CGA GAA AGG CAT CGC TTA AGT GCT GTT TTTG-3’

shGSTT1–1 reverse 5′-AAT TCA AAA ACA GCA CTT AAG CGA TGC CTT TCT CGA GAA AGG CAT CGC TTA AGT GCTG-3’

shGSTT1–2 forward 5′-CCG GGC TTG CTT AAG ACT TGC CCA ACT CGA GTT GGG CAA GTC TTA AGC AAG CTT TTTG-3’

shGSTT1–2 reverse 5′-AAT TCA AAA AGC TTG CTT AAG ACT TGC CCA ACT CGA GTT GGG CAA GTC TTA AGC AAGC-3’
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the HO8910-TAX/CBP groups were treated with taxol/
carboplatin (50 μg/ml, 100 μg/ml) for 48 h at 37 °C. Then, 
the medium was replaced with complete culture medium 
and colony formation assays were performed.

Immunohistochemistry
Chemotherapy sensitive and resistant SOC tissues were 
detected. Pathological section was immersed in Triton 
for 30 min. GSTT1 was detected as the primary antibody 
with a rabbit antibody at a dilution of 1:500 (Abcam, MA, 
USA). The ABC complex antibody was incubated at room 
temperature for 2 h. Immunohistochemical staining was 
carried out by chromogenic solution.

Quantitative real‑time PCR (qRT‑PCR)
Total RNA was extracted from SKOV3 and HO8910 
cells using Trizol reagent (Ambion, USA) according 
to the manufacturer’s instructions. cDNA was reverse 
transcribed from total RNA by a PrimeScript® RT rea-
gent kit (TaKaRa, Japan) at 37 °C for 15 min and 85 °C 
for 5 s. The specific primers actin, GSTT1 and MDR1 
used for qPCR were purchased from Shanghai Bio-engi-
neering Ltd. (Table 1). PCR was performed with a SYBR 
Green PCR kit (Thermo Fisher Scientific, Rockford, 
USA) at 95 °C for 10 min, 95 °C for 15 s, 62 °C for 40 s, for 
40 cycles. Gene-specific relative mRNA levels were cal-
culated according to the standard eq.  (2-△△CT sample, 
 2-△△CTcontrol).

Western‑blot and co‑immunoprecipitation
For western blot, total protein was collected with RIPA 
buffer (Biyun Tian Biotechnology Co., Ltd.). Cell lysates 
were resolved by SDS-PAGE, and proteins were electro-
transferred to polyvinylidene fluoride (PVDF) mem-
branes (Millipore, USA). The PVDF membranes were 
blocked with 10% non-fat milk (Solarbio, Beijing, China). 
The primary antibodies included anti-GSTT1 (1:1000 
dilution, Abcam, MA, USA), anti-BAX (1:1000 dilution, 
Abcam, MA, USA), anti-Bcl2 (1:1000 dilution, Abcam, 
MA, USA), anti-Cyclin B1 (1:1000 dilution, Abcam, 
MA, USA), anti-Cyclin E1 (1:1000 dilution, Abcam, 
MA, USA), anti-ERCC1 (1:1000 dilution, Abcam, MA, 
USA), anti-Topo I (1:1000 dilution, Abcam, MA, USA) 
and anti-MDR1 (1:2000 dilution, Arigo, MA, USA). The 
secondary antibody were sheep anti-rabbit and sheep 
anti-mouse (1:3000 dilution, Santa Cruz, Texas, USA). 
All proteins were stripped and re-probed with a β-actin 
antibody (1:3000 dilution, Abcam, MA, USA) as a load-
ing control.

For co-immunoprecipitation, 1 mg of total protein was 
immunoprecipitated with diluted antibody in lysis buffer 
for 12 h. The antibody was eluted with 50 μL protein A 
and G beads. The beads were centrifuged for 5 min and 

the dried beads were mixed with 2X loading dye. The 
mixture was boiled for 10 min. The primary antibodies 
included anti-GSTT1 (1:40 dilution, Abcam, MA, USA) 
and anti-Topo I (1:40 dilution, Abcam, MA, USA). SDS-
PAGE was then performed.

Immunofluorescence
Cellular immunofluorescence was performed with anti-
GSTT1 (1:400 dilution, Abcam, MA, USA) and anti-Topo 
I (1:500 dilution, Abcam, MA, USA) as primary mono-
clonal antibodies and sheep anti-rabbit and anti-mouse 
(1:3000 dilution, Thermo Company, USA) antibody as 
the fluorescence-labelled secondary antibody. DAPI was 
purchased from Shanghai RunJie Chemical Reagent Co., 
Ltd. Fluorescence densities were quantified by Image J 
software.

Statistical analysis
Data were analyzed by GraphPad Prism statistical soft-
ware. All data are shown as the means ± standard devia-
tion (SD). The differences between multigroups were 
tested by ANOVA, and the differences between the two 
groups were tested by student’s t-tests. The P values 
smaller than 0.05 were considered statistically significant 
(* P < 0.05, * * P < 0.01, * * P < 0.001).

Results
Establishment of taxol / carboplatin‑resistant (TAX/CBP) 
SOC cell lines
To explore the mechanism of combined resistance of 
taxol and carboplatin in SOC cell lines, taxol / carbopl-
atin-resistant serous ovarian cancer (SOC) cells, SKOV3-
TAX/CBP and HO8910-TAX/CBP were screened in 
the presence of long-term drug treatment, two different 
parental cell lines, SKOV3 and HO8910 being used in the 
experiments. Morphologically, the taxol / carboplatin-
resistant SOC cell lines were identical to their paren-
tal cell lines. However, the parental cells, SKOV3 and 
HO8910 were mostly killed in the presence of 50 μg/ml 
taxol and 100 μg/ml carboplatin for 5 days, while taxol-
resistant cells, SKOV3-TAX and HO8910-TAX, and 
carboplatin-resistant cells, SKOV3-CBP and HO8910-
CBP, were resistant to the treatments to some extent. 
As expected, double resistant cell lines, SKOV3-TAX/
CBP and HO8910-TAX/CBP showed much more viabil-
ity, compared to single resistant cells and parental cells 
(Fig. 1A).

Furthermore, the survival rates of the SOC cells 
were examined over 2 weeks with different drug con-
centrations. Two double resistant cell lines, HO8910-
TAX/CBP and SKOV3-TAX/CBP showed significantly 
higher survival rates than those of control cells, after 
treated with different drug concentrations of taxol 
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Fig. 1 Establishment and characterization of taxol and carboplatin resistant SOC cell lines. A The growth of SOC cells (HO8910, HO8910-TAX, 
HO8910-CBP, HO8910-TAX/CBP, SKOV3, SKOV3-TAX, SKOV3-CBP and SKOV3-TAX/CBP) in the presence of treatment with 50 μg/ml taxol or (and) 
100 μg/ml carboplatin for 5 days. B Cell survival rate was evaluated by CCK-8 assay in the presence of taxol or (and) carboplatin. Parental and taxol 
and carboplatin resistant cells were treated with different drug concentrations, then the 50% inhibitory concentration (IC50) was calculated. C 
qRT-PCR (a) and Western blot(b) analysis of the expression of MDR1, ERCC1 and Bcl2 in SOC cell lines. The mRNA and protein levels of analyzed 
genes were normalized by those of β-actin in the experiment. D The cell lines were grown in the absence of drug treatment, and the cell 
proliferation of SOC cells was tested by CCK-8 assay. E The cell lines were grown in the absence of drug treatment, and the colony formation of SOC 
cells was assessed. F Cell cycle analysis by flow cytometry on TAX or (and) CBP-resistant and parental cells, when they are grown in the absence of 
drug treatment. *P < 0.05, **P < 0.01, ***P < 0.001. Data in this figure are presented as the mean ± SD of three independent experiments
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and carboplatin. When treated with taxol, the IC50s 
for HO8910, HO8910-TAX, HO8910-CBP, HO8910-
TAX/CBP cells were 3.1 ± 1.53, 31.2 ± 3.54, 5.1 ± 0.37, 
45.6 ± 2.14 μg/ml, respectively, and the IC50s for 
SKOV3, SKOV3-TAX, SKOV3-CBP and SKOV3-
TAX/CBP were 3.5 ± 1.15, 50.2 ± 2.28, 7.1 ± 1.33 and 
35.1 ± 3.31 μg/ml, respectively. While treated with 
carboplatin, the IC50s for HO8910, HO8910-TAX, 
HO8910-CBP, HO8910-TAX/CBP cells were 8.1 ± 0.34, 
9.2 ± 2.55, 85.3 ± 2.53, 93.6 ± 5.28 μg/ml, respectively, 
and the IC50s for SKOV3, SKOV3-TAX, SKOV3-CBP 
and SKOV3-TAX/CBP were 9.9 ± 1.21, 39.2 ± 2.11, 
75.9 ± 5.47 and 81.6 ± 3.24 μg/ml, respectively (Fig. 1B).

Since the TAX/CBP resistant SOC cell lines were 
functionally established, then some inducible drug 
resistance-related molecules were detected by qRT-
PCR and western blot. As previously showed, MDR1, 
ERCC1 and Bcl2 were induced by multiple drug 
treatment, including taxol or carboplatin [11–14]. 
As Fig.  1C shown, both mRNA and protein levels 
of MDR1, ERCC1 and Bcl2 expression were clearly 
increased in TAX/CBP-resistant cells, and double 
resistant cells showed higher expression than single 
resistant cells and parental cells. This data indicated 
these cell lines were molecularly TAX/CBP resistant 
cell lines.

Subsequently, the biological phenotypes of TAX/
CBP-resistant cells were further examined. As Fig.  1D 
and E shown, SOC cell lines were grown in the absence 
of taxol or carboplatin. Compared with the parent cells 
HO8910 and SKOV3, the proliferation of resistant 
cells was modestly compromised, while clone forma-
tion abilities of TAX/CBP-resistant cells were obviously 
inhibited, which indicating less viability for TAX/CBP 
resistant cell lines under normal condition. Moreover, 
cell cycle analysis by flow cytometry demonstrated 
that more taxol and carboplatin resistant SOC cells 
were arrested at the G0/G1-phase, and less taxol and 
carboplatin resistant cells were committed to S phase 
and G2/M phase, particularly TAX/CBP-resistant cells 
(P < 0.001) (Fig.  1F). These results concluded that the 
TAX/CBP resistant cell lines gained the phenotype of 
more quiescence status with inhibited cell proliferation 
in the absence of treatment.

GSTT1 is substantially upregulated in taxol / 
carboplatin‑resistant SOC cells
Since taxol / carboplatin resistant cell lines have been 
developed, the expression level of drug-resistant genes 
was investigated. Previous studies indicated DNA dam-
age repair genes Topo I [15, 16] and cell cycle genes such 
as Cyclin B1 and Cyclin E1, are related to chemoresist-
ance [17–19]. It was also shown that Glutathione-S-
transferases-theta1 (GSTT1), could be cancer related 
gene. To find the situation in the scenario of TAX/CBP 
treatment, we tested those expression in TAX/CBP 
chemoresistant cells. As shown in Fig.  2A, the mRNA 
and protein expression of Topo I and Cyclin E1 was sig-
nificantly up-regulated in taxol / carboplatin resistant cell 
lines, but that of Cyclin B1 was just slightly up-regulated. 
Specially, the expression level of GSTT1 was substan-
tially increased in all drug-resistant cell lines, compared 
to other genes. Furthermore, we performed Oncomine 
database (http:// www. oncom ine. org/) searching to ana-
lyse the expression of GSTT1 in different cancer sam-
ples. Interestingly, GSTT1 was particularly overexpressed 
in ovarian and colorectal cancer, and to a lesser extent 
expressed in breast, lung and prostate cancer and mye-
loma, compared to other cancers (P = 0.007) (Fig. 2B). As 
expected, GSTT1 expression in ovarian normal tissues is 
lower than that in cancer cells. In total, it indicated that 
not only was this gene a cancer related gene that could be 
involved in cancer development or progression, but also 
it could be a chemoresistant gene in SOC.

To investigate the physiological expression level of 
GSTT1, 40 SOC patient tissues and 20 normal ovar-
ian tissues were analyzed. As shown in Fig.  2C, GSTT1 
mRNA levels were significantly higher in SOC patient tis-
sues than those in normal tissues (P = 0.0187). For further 
verification, we picked up the SOC tissues for IHC stain-
ing by GSTT1 specific antibody. These SOC tissues were 
from two different SOC patients who underwent opera-
tions twice, before and after chemotherapy with taxol, 
respectively (Fig. 2D). In case 1, the expression of GSTT1 
was marginal in the tissue before chemotherapeutical 
treatment. In the contrast, the expression was positive 
strongly after chemotherapeutical treatment. In case 2, 
the expression of GSTT1 was also positive in the tissue 
before treatment. However, after chemotherapeutical 

Fig. 2 Overexpression of GSTT1 in drug-resistance SOC. A. The expression level of GSTT1 and other taxol and carboplatin resistance-related 
molecules was assessed by qRT-PCR(a) and Western blot(b). GSTT1, Topo I, and Cyclin E1 were up-regulated in drug-resistant HO8910 and SKOV3 
cells. B. Oncomine data analysis for GSTT1 in SOC. (a) GSTT1 was over-expressed in SOC, compared to the most of other cancer samples. (b) GSTT1 
was over-expressed in SOC, compared to normal tissues. C. The transcriptional level of GSTT1 in OC tissues (n = 40) and normal tissues (n = 20) were 
determined by qRT-PCR and normalized by the internal control β-actin gene. The bars in the figure indicated the median of the relative expression 
of GSTT1. D. Immunostaining of GSTT1 protein with GSTT1 antibody in SOC tissues (a-b): Case 1, TAX-sensitive SOC showed weak staining of GSTT1, 
while TAX-resistant SOC showed much more positive staining of GSTT1. (c-d): Case 2, TAX-sensitive SOC(c) and -resistance SOC (d) showed images 
of weak and strong GSTT1 expression, respectively

(See figure on next page.)

http://www.oncomine.org/
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Fig. 2 (See legend on previous page.)
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treatment, the expression was significantly stronger than 
before treatment. Conclusively, GSTT1 expression was 
physiologically up-regulated in taxol / carboplatin-resist-
ant ovarian cancer cells.

Down‑regulation of GSTT1 increases the sensitivity 
of drug‑resisitant cells to taxol / carboplatin
To explore the potential functions of GSTT1 in SOC 
drug-resistant cells, lentivirus-mediated RNAi was used 
to down-regulate the expression of GSTT1. As Fig.  3 
A and B show, both the mRNA and protein expres-
sion of GSTT1 were significantly inhibited in the taxol 
/ carboplatin-resistant cells. The data indicated that the 
knockdown efficiency of the RNAi was satisfactory. The 
stable transfected cells were selected for subsequent 
experiments.

Then, the effect of GSTT1 on the proliferation of drug-
resistant cells was investigated. Compared with control 
cells (shCON), the proliferation of GSTT1 knockdown 
cells was obviously inhibited in HO8910 drug-resistant 
cells without drug treatment (Fig. 3C). Furthermore, this 
notion was confirmed by cell colony formation assays. As 
shown in Fig. 3D, the colony numbers of GSTT1 knock-
down cells were less than that of control cells under the 
condition of no treatment (P < 0.05), especially the knock-
down in double resistant cells. The results indicated that 
down-regulation of GSTT1 depressed the viability and 
proliferation of TAX/CBP-resistant cells in the absence of 
taxol and carboplatin treatment.

Finally, to clarify the impact of GSTT1 on drug sen-
sitivity, taxol and carboplatin-resistant SOC cells 
were treated with these two drugs respectively. 
As treated with taxol in the experiment of Fig.  3E, 
the IC50 values of HO8910-TAX cells were clearly 
reduced from 48.1 ± 9.39 in control cells to 9.2 ± 4.68 
and 15.2 ± 2.21 μg/ml in GSTT1 knockdown cells, 
and the IC50 values of HO8910-TAX/CBP cells was 
also decreased from 35.2 ± 3.37 to 8.2 ± 1.61 and 
7.3 ± 1.22 μg/ml. As treated with carboplatin, the IC50 
values of HO8910-CBP cells were decreased from 
118.2 ± 31.33 to 80.1 ± 3.52 and 75.2 ± 3.11 μg/ml, and 
from 79.1 ± 6.83 to 18.6 ± 1.72 and 9.4 ± 1.16 μg/ml in 
HO8910-TAX/CBP cells (Fig.  3E). Further, colony for-
mation assays were also performed. The HO8910-TAX 
groups were treated with taxol (50 μg/ml), HO8910-
CBP with carboplatin (100 μg/ml) and HO8910-TAX/

CBP with taxol and carboplatin (50 μg/ml and 100 μg/
ml, respectively) for 48 h. Compared with the control, 
the knockdown of GSTT1 clearly reduced the colony 
formation in all three lines of HO8910-TAX, HO8910-
CBP and HO8910-TAX/CBP cells respectively when 
treated with taxol, carboplatin and taxol / carboplatin 
(Fig. 3F). Overall, the knockdown of GSTT1 gene obvi-
ously lead to decreased cell survival and proliferation 
under the treatment of TAX and CBP.

Down‑regulation of GSTT1 increases cell death 
and induces cell cycle arrest
Since GSTT1 had an impact on viability and proliferation 
of SOC cells, we wondered if it could mechanistically 
play roles in cell death and cell cycle in these cells. Thus, 
Annexin V staining and flow cytometric analysis were 
performed to monitor cell death in GSTT1 knockdown 
cells resistant to taxol and carbopaltin under the condi-
tion of no treatment. As illustrated in Fig. 4A, down-reg-
ulation of GSTT1 in drug-resistant cells resulted in a high 
percentage of early apoptotic cells, as compared to the 
control cells HO8910-TAX, HO8910-CBP and HO8910-
TAX/CBP. To a lesser extent, knockdown of GSTT1 also 
increased cell death in the knockdown cells than control 
cells, especially in double resistant cells.

Then, the cell cycle analysis of drug-resistant cells 
without treatment was measured by flow cytometry. The 
results showed that suppression of GSTT1 promoted cell 
cycle arrest at G2/M-phase in double-resistant cells, as 
well as in single resistant cells to a lesser extent (Fig. 4B). 
Correspondingly, the expression levels of cell cycle-
associated protein Cyclin E1 were significantly down-
regulated in GSTT1-silenced HO8910 cells, but those 
of Cyclin B1 were just down-regulated to a lesser extent. 
Interestingly, it appeared that the levels of pro-apoptotic 
protein BAX were marginally increased, while those of 
anti-apoptotic Bcl2 were substantially decreased [14, 
20], indicating that GSTT1 involved in not only cell cycle 
pathway, but also apoptotic pathway (Fig. 4C).

The role of GSTT1 in drug‑resistance is related to DNA 
damage repair molecules
The alternation of molecules related to metabolism and 
DNA damage repair were pathological features of drug 
resistance in cancer cells, and some metabolic enzyme 

(See figure on next page.)
Fig. 3 Down-regulation of GSTT1 increased the sensitivity of drug-resistant cells to taxol and carboplatin. Knockdown efficiency of GSTT1 was 
determined by qRT-PCR analysis (A) and Western-blot (B) in HO8910 cells resistant to taxol or (and) carboplatin. C The proliferation of HO8910 stable 
cell lines was tested by CCK-8 assay in the absence of taxol and carboplatin. D The colony formation was assessed using HO8910 stable cell lines in 
the absence of taxol and carboplatin. E Inhibition of GSTT1 increased the sensitivity of taxol and carboplatin resistant cell lines to the treatment of 
50 μg/ml taxol or 100 μg/ml carboplatin, or to combined treatment of these two drugs for 48 h, in CCK-8 assays and colony formation assays (F)



Page 9 of 14Zhang et al. J Ovarian Res          (2021) 14:122  

Fig. 3 (See legend on previous page.)
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Fig. 4 Down-regulation of GSTT1 increased apoptosis and induced cell cycle arrest. A Inhibition of GSTT1 facilitated apoptosis in untreated taxol 
and carboplatin resistant HO8910 cells. B Knockdown of GSTT1 in drug-resistant HO8910 cells induced cell cycle arrest at G2/M-phase. C Molecules 
related to apoptosis and cell cycle were analyzed by Western blot
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such as GSTs could defend cells through enhancing DNA 
repair. To test if and how GSTT1 is related to DNA repair 
machinery such as DNA topoisomerase, in drug resist-
ant SOC cells, the taxol / carboplatin double resistant cell 
lines HO8910-TAX/CBP and SKOV3-TAX/CBP were 
treated with taxol (50 μg/ml) and carboplatin (100 μg/
ml) for 48 h. The results showed that taxol and carbopl-
atin could induce the up-regulation of GSTT1 and DNA 
topoisomerase 1 (Topo I) synergistically, in the presence 
of single or combined treatment of taxol / carboplatin 
(Fig.  5A). Interestingly, suppression of GSTT1 resulted 
in decrease expression of Topo I significantly (Fig.  5B). 

To further clarify the relationship of these two mole-
cules, the co-immunoprecipitation experiment was per-
formed. The result revealed that GSTT1 interacted with 
Topo I in vitro (Fig. 5C). The data indicated that GSTT1 
was related to DNA damage repair molecule Topo I, and 
could involve in DNA damage repair process in SOC 
drug resistant cells.

Discussion
The 5-year survival rate of ovarian cancer patients is less 
than 50%. Ovarian cancer is also known as the “top killer” 
of gynecological malignancies, which seriously threatens 

Fig. 5 Down-regulation of GSTT1 decreased DNA damage repair molecules Topo I. A Western blot was used to detect the expression of GSTT1 and 
Topo I protein in taxol / carboplatin-resistant ovarian cell lines treated with taxol and carboplatin for 48 h. B Topo I protein levels in shGSTT1–1/2 
transfected cells were analyzed. C. GSTT1 interacted with Topo I in co-immunoprecipitation experiment
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women’s health. After standardized treatment, ovarian 
cancer often recurs and metastasizes within 3–5 years. 
Glutathione S-transferases (GST) is a family of phase II 
metabolic enzymes with the ability to catalyse the conju-
gation of reduced form of glutathione (GSH) to a variety 
of toxic compounds including chemotherapeutic agents 
[21]. Therefore, the interaction between GSTs and their 
substrates such as chemotherapeutic drugs for cancer 
treatment could affect the metabolism of these drugs, 
through which affecting the death and chemoresistance 
of cancer cells. In fact, recent studies indeed showed 
GSTs played roles in cancer development, progression 
and drug resistance [22]. Some studies showed that the 
polymorphisms of a major GST family member GSTT1, 
were associated with some types of cancer, such as acute 
lymphoblastic leukemia, prostate cancer, or associated 
with higher tumor grade in colorectal cancer [23–26]. 
But other research argued that GSTT1 were not associ-
ated epithelial ovarian cancer, or the survival or clini-
cal response in colorectal cancer and esophageal cancer 
[27–29]. Altogether, how GSTT1 plays its roles in cancer 
development and chemoresistance is quite controversial, 
and its specific roles in serous ovarian cancer remain 
unknown before our study.

In this study, we showed here GSTT1 was significantly 
upregulated in both established chemoresistant SOC 
cell lines and patient tissues after chemotherapeutical 
treatment, indicating its biological functions relevance 
to SOC. Up-regulation of GSTT1 was associated with 
SOC cell survival after chemotherapeutical treatment, 
and suppression of GSTT1 expression would inhibit 
the proliferation of SOC cells and rescue the sensitiv-
ity to taxol / carboplatin. Meanwhile, down-regulation 
of GSTT1 accelerated the number of resistance cell 
apoptosis after treatment with taxol / carboplatin, and 
the typical quiescence status of cell cycle arrest was 
transformed into division status. As expected, down-
regulated of GSTT1 expression induced the expres-
sion changes of apoptosis pathway related proteins 
with increase of BAX and decrease of Bcl2. Addition-
ally, the expression levels of Cyclin B1 and Cyclin E1 
were both declined significantly after down-regulation 
of GSTT1 in resistance cells. It was documented that 
GST isozymes interacted with the members of mitogen-
activated protein kinase (MAPK) pathways involved in 
cell-survival and cell death signalling mechanisms [14, 
30]. Through regulating cell cycle and cell death, GSTT1 
suppression causes more vulnerability of SOC cells 
to chemotherapeutics, suggesting its role in enhanc-
ing SOC chemoresistance. Therefore, it can be reason-
ably expected that dysfunction of GSTT1 in vivo could 
increase sensitivity of SOC patients to chemotherapy in 
the future studies.

DNA topoisomerases are nuclear enzymes which 
modify DNA topology and have critical function in DNA 
replication and DNA repair [31, 32]. Many cancer chem-
otherapeutics target and inactivate DNA topoisomerases 
so as to intervene the replication of cancer cells, through 
which causing cell death after treatment [31]. To explore 
the molecular mechanism of GSTT1’s role in chemore-
sistance, it is reasonable to ask if DNA topoisomerases 
are potential targets of GSTT1. It was also reported that 
DNA topoisomerase family member Topo I activity was 
inhibited via induction of the MAPK signal transduc-
tion pathway. In addition, Topo I induced the phospho-
rylation of phospholipase Cγ1, c-Raf, ERK-1/2, and p38 
MAPK, that stimulated fibroblast migration via a G 
protein-coupled receptor [33, 34]. As far as the molecu-
lar mechanism of GSTT1 is concerned, the synergistic 
expression between GSTT1 and Topo I in SOC resist-
ance cells suggests that there may be potential interaction 
between two proteins. Our data showed that GSTT1 sup-
pression resulted in the down-regulated of Topo I, fur-
ther co-immunoprecipitation experiments revealed that 
the interaction between GSTT1 and Topo I was existed 
in vitro distinctly. Thus, the results suggest that GSTT1 
may involve in DNA repair during chemotherapeutical 
treatment with a non-enzymatic function in SOC cells. 
So far, how and why this interaction happens in  vivo is 
still not known. However, there is the possibility that 
the cofactors in the Topo I complex could be the sub-
strates of GSTT1. During the progression of cell cycle, 
the interplay between GSTT1 and its substrate in DNA 
repair machinery results in more quiescence cells and 
thus blocks cell division, through which GSTT1 could 
provide cell defence to drug treatment and play roles in 
chemoresistance.

Conclusion
In conclusion, GSTT1 could be a chemoresistance 
related gene in serous ovarian cancer cells. It’s physiolog-
ically upregulated during chemotherapeutical treatment, 
which leads to more cell survival and less cell division in 
SOC cells. Suppression of its expression promotes cell 
division and increases the sensitivity to drug treatment. 
In summary, GSTT1 is a potential target for serous ovar-
ian cancer treatment to overcome chemoresistance in 
order to improve the survival rate.

Acknowledgements
We would like to thank the pharmacy department of Fudan University Shang-
hai Cancer Center, for providing taxol and carboplatin. Also, we are grateful for 
the contribution of all databases including Oncomine and TCGA.

Authors’ contributions
JZ performed the majority of the experiments, and wrote and revised the 
manuscript. LZ established the cell lines. SX constructed the recombinant 
lentiviral vector. XT performed the cell cycle and apoptosis experiments. XG 
performed the Cell Counting Kit-8 assay. MD performed the cell colony test. 



Page 13 of 14Zhang et al. J Ovarian Res          (2021) 14:122  

RL and LG designed the study and wrote the manuscript. All authors read and 
approved the final manuscript.

Funding
The present study was supported by a grant from The National Natu-
ral Science Foundation of China (grant nos. NSF-81772808, 82072876 
and 81772774), The National Science and Technology Major Project 
(2020ZX09201–013), Science and Technology Commission of Shang-
hai Municipality (19ZR1410300), and Rising Stars of Medical Talents 
(SHWRS2020–087).

Availability of data and materials
The datasets generated during and/or analysed during the current study are 
available from the corresponding author on reasonable request.

Declarations

 Ethics approval and consent to participate
The study was approved by the Ethics Committee of Shanghai Cancer Center, 
Fudan University (Certification no. 050432–4-1212B). Prior written informed 
consent was obtained from all patients.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1 Department of Clinical Laboratory, Fudan University Shanghai Cancer Center, 
No.270, Dong’An Road, Xuhui District, Shanghai 200032, China. 2 Department 
of Oncology, Shanghai Medical College, Fudan University, Shanghai, China. 

Received: 14 May 2021   Accepted: 31 August 2021

References
 1. Agarwal R, Kaye SB. Ovarian cancer: strategies for overcoming resistance 

to chemotherapy. Nat Rev Cancer. 2003;3(7):502–16. https:// doi. org/ 10. 
1038/ nrc11 23.

 2. Siegel RL, Miller KD, Jemal A. Cancer statistics, 2020. CA Cancer J Clin. 
2020;70(1):7–30. https:// doi. org/ 10. 3322/ caac. 21590.

 3. Romero I, Bast RC. Minireview: human ovarian cancer: biology, current 
management, and paths to personalizing therapy. Endocrinology. 
2012;153(4):1593–602. https:// doi. org/ 10. 1210/ en. 2011- 2123.

 4. Komiyama S, Katabuchi H, Mikami M, Nagase S, Okamoto A, Ito K, et al. 
Japan Society of Gynecologic Oncology guidelines 2015 for the treat-
ment of ovarian cancer including primary peritoneal cancer and fallopian 
tube cancer. Int J Clin Oncol. 2016;21(3):435–46. https:// doi. org/ 10. 1007/ 
s10147- 016- 0985-x.

 5. Li SS, Ma J, Wong AST. Chemoresistance in ovarian cancer: exploiting 
cancer stem cell metabolism. J Gynecol Oncol. 2018;29(2):e32. https:// 
doi. org/ 10. 3802/ jgo. 2018. 29. e32.

 6. Zheng HC. The molecular mechanisms of chemoresistance in cancers. 
Oncotarget. 2017;8(35):59950–64. https:// doi. org/ 10. 18632/ oncot arget. 
19048.

 7. Davies A, Giannoudis A, Zhang JE, Austin G, Wang L, Holyoake TL, et al. 
Dual glutathione-S-transferase-theta1 and -mu1 gene deletions deter-
mine imatinib failure in chronic myeloid leukemia. Clin Pharmacol Ther. 
2014;96(6):694–703. https:// doi. org/ 10. 1038/ clpt. 2014. 176.

 8. Sau A, Pellizzari TF, Valentino F, Federici G, Caccuri AM. Glutathione trans-
ferases and development of new principles to overcome drug resistance. 
Arch Biochem Biophys. 2010;500(2):116–22. https:// doi. org/ 10. 1016/j. abb. 
2010. 05. 012.

 9. Fu L, Yin F, Li XR, Han BK, Zhang C, Wang JW, et al. Generation and char-
acterization of a paclitaxel-resistant human gastric carcinoma cell line. 
Anti-Cancer Drugs. 2018;29(6):491–502. https:// doi. org/ 10. 1097/ CAD. 
00000 00000 000601.

 10. Moore CB, Guthrie EH, Huang MT, Taxman DJ. Short hairpin RNA (shRNA): 
design, delivery, and assessment of gene knockdown. Methods Mol Biol. 
2010;629:141–58. https:// doi. org/ 10. 1007/ 978-1- 60761- 657-3_ 10.

 11. Freimund AE, Beach JA, Christie EL, Bowtell DDL. Mechanisms of drug 
resistance in high-grade serous ovarian cancer. Hematol Oncol Clin North 
Am. 2018;32(6):983–96. https:// doi. org/ 10. 1016/j. hoc. 2018. 07. 007.

 12. Hoffmann U, Kroemer HK. The ABC transporters MDR1 and MRP2: multiple 
functions in disposition of xenobiotics and drug resistance. Drug Metab 
Rev. 2004;36(3–4):669–701. https:// doi. org/ 10. 1081/ dmr- 20003 3473.

 13. Zhang C, Gao S, Hou J. ERCC1 expression and platinum chemosensitiv-
ity in patients with ovarian cancer: a meta-analysis. Int J Biol Markers. 
2020;35(4):12–9. https:// doi. org/ 10. 1177/ 17246 00820 963396.

 14. Kalogeraki A, Tamiolakis D, Matalliotaki C, Karvela-Kalogeraki I, Karvelas-
Kalogerakis M, Segredakis J, et al. The prognostic significance of P53, Bcl2 
and Mib1 expressions related with other Clinicopathological variables 
in serous ovarian carcinomas. A Clinicopathological study in peritoneal 
fluids. Rev Med Chir Soc Med Nat Iasi. 2015;119(2):454–60 https:// www. 
ncbi. nlm. nih. gov/ pubmed/ 26204 652.

 15. Pommier Y. Topoisomerase I inhibitors: camptothecins and beyond. Nat 
Rev Cancer. 2006;6(10):789–802. https:// doi. org/ 10. 1038/ nrc19 77.

 16. Baglini E, Salerno S, Barresi E, Robello M, Da Settimo F, Taliani S, et al. Mul-
tiple topoisomerase I (TopoI), topoisomerase II (TopoII) and Tyrosyl-DNA 
Phosphodiesterase (TDP) inhibitors in the development of anticancer 
drugs. Eur J Pharm Sci. 2021;156:105594. https:// doi. org/ 10. 1016/j. ejps. 
2020. 105594.

 17. Pereira D, Assis J, Gomes M, Nogueira A, Medeiros R. Improvement of a 
predictive model in ovarian cancer patients submitted to platinum-based 
chemotherapy: implications of a GST activity profile. Eur J Clin Pharmacol. 
2016;72(5):545–53. https:// doi. org/ 10. 1007/ s00228- 016- 2015-3.

 18. Sui L, Dong Y, Ohno M, Sugimoto K, Tai Y, Hando T, et al. Implication of 
malignancy and prognosis of p27(kip1), Cyclin E, and Cdk2 expression in 
epithelial ovarian tumors. Gynecol Oncol. 2001;83(1):56–63. https:// doi. 
org/ 10. 1006/ gyno. 2001. 6308.

 19. Dai L, Liu Y, Liu J, Wen X, Xu Z, Wang Z, et al. A novel cyclinE/cyclinA-CDK 
inhibitor targets p27(Kip1) degradation, cell cycle progression and cell 
survival: implications in cancer therapy. Cancer Lett. 2013;333(1):103–12. 
https:// doi. org/ 10. 1016/j. canlet. 2013. 01. 025.

 20. Guo Y, Zhu H, Weng M, Wang C, Sun L. Chemopreventive effect of Betu-
linic acid via mTOR-Caspases/Bcl2/Bax apoptotic signaling in pancreatic 
cancer. BMC Complement Med Ther. 2020;20(1):178. https:// doi. org/ 10. 
1186/ s12906- 020- 02976-7.

 21. Board PG, Menon D. Glutathione transferases, regulators of cellular 
metabolism and physiology. Biochim Biophys Acta. 2013;1830(5):3267–
88. https:// doi. org/ 10. 1016/j. bbagen. 2012. 11. 019.

 22. Chatterjee A, Gupta S. The multifaceted role of glutathione S-transferases 
in cancer. Cancer Lett. 2018;433:33–42. https:// doi. org/ 10. 1016/j. canlet. 
2018. 06. 028.

 23. Schneider J, Bernges U, Philipp M, Woitowitz HJ. GSTM1, GSTT1, and 
GSTP1 polymorphism and lung cancer risk in relation to tobacco smok-
ing. Cancer Lett. 2004;208(1):65–74. https:// doi. org/ 10. 1016/j. canlet. 2004. 
01. 002.

 24. Klusek J, Nasierowska-Guttmejer A, Kowalik A, Wawrzycka I, Lewitowicz 
P, Chrapek M. GSTM1, GSTT1, and GSTP1 polymorphisms and colorectal 
cancer risk in polish nonsmokers. Oncotarget. 2018;9(30):21224–30. 
https:// doi. org/ 10. 18632/ oncot arget. 25031.

 25. Cong N, Liu L, Xie Y, Shao W, Song J. Association between glutathione 
S-transferase T1, M1, and P1 genotypes and the risk of colorectal cancer. J 
Korean Med Sci. 2014;29(11):1488–92. https:// doi. org/ 10. 3346/ jkms. 2014. 
29. 11. 1488.

 26. Zhou TB, Drummen GP, Jiang ZP, Qin YH. GSTT1 polymorphism and the 
risk of developing prostate cancer. Am J Epidemiol. 2014;180(1):1–10. 
https:// doi. org/ 10. 1093/ aje/ kwu112.

 27. Karageorgi S, Prescott J, Wong JY, Lee IM, Buring JE, De Vivo I. GSTM1 and 
GSTT1 copy number variation in population-based studies of endome-
trial cancer risk. Cancer Epidemiol Biomark Prev. 2011;20(7):1447–52. 
https:// doi. org/ 10. 1158/ 1055- 9965. EPI- 11- 0190.

 28. Coughlin SS, Hall IJ. Glutathione S-transferase polymorphisms and risk of 
ovarian cancer: a HuGE review. Genet Med. 2002;4(4):250–7. https:// doi. 
org/ 10. 1097/ 00125 817- 20020 7000- 00003.

 29. Lee JM, Wu MT, Lee YC, Yang SY, Chen JS, Hsu HH, et al. Association 
of GSTP1 polymorphism and survival for esophageal cancer. Clin 

https://doi.org/10.1038/nrc1123
https://doi.org/10.1038/nrc1123
https://doi.org/10.3322/caac.21590
https://doi.org/10.1210/en.2011-2123
https://doi.org/10.1007/s10147-016-0985-x
https://doi.org/10.1007/s10147-016-0985-x
https://doi.org/10.3802/jgo.2018.29.e32
https://doi.org/10.3802/jgo.2018.29.e32
https://doi.org/10.18632/oncotarget.19048
https://doi.org/10.18632/oncotarget.19048
https://doi.org/10.1038/clpt.2014.176
https://doi.org/10.1016/j.abb.2010.05.012
https://doi.org/10.1016/j.abb.2010.05.012
https://doi.org/10.1097/CAD.0000000000000601
https://doi.org/10.1097/CAD.0000000000000601
https://doi.org/10.1007/978-1-60761-657-3_10
https://doi.org/10.1016/j.hoc.2018.07.007
https://doi.org/10.1081/dmr-200033473
https://doi.org/10.1177/1724600820963396
https://www.ncbi.nlm.nih.gov/pubmed/26204652
https://www.ncbi.nlm.nih.gov/pubmed/26204652
https://doi.org/10.1038/nrc1977
https://doi.org/10.1016/j.ejps.2020.105594
https://doi.org/10.1016/j.ejps.2020.105594
https://doi.org/10.1007/s00228-016-2015-3
https://doi.org/10.1006/gyno.2001.6308
https://doi.org/10.1006/gyno.2001.6308
https://doi.org/10.1016/j.canlet.2013.01.025
https://doi.org/10.1186/s12906-020-02976-7
https://doi.org/10.1186/s12906-020-02976-7
https://doi.org/10.1016/j.bbagen.2012.11.019
https://doi.org/10.1016/j.canlet.2018.06.028
https://doi.org/10.1016/j.canlet.2018.06.028
https://doi.org/10.1016/j.canlet.2004.01.002
https://doi.org/10.1016/j.canlet.2004.01.002
https://doi.org/10.18632/oncotarget.25031
https://doi.org/10.3346/jkms.2014.29.11.1488
https://doi.org/10.3346/jkms.2014.29.11.1488
https://doi.org/10.1093/aje/kwu112
https://doi.org/10.1158/1055-9965.EPI-11-0190
https://doi.org/10.1097/00125817-200207000-00003
https://doi.org/10.1097/00125817-200207000-00003


Page 14 of 14Zhang et al. J Ovarian Res          (2021) 14:122 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

Cancer Res. 2005;11(13):4749–53. https:// doi. org/ 10. 1158/ 1078- 0432. 
CCR- 04- 2333.

 30. Singh RR, Reindl KM. Glutathione S-Transferases in cancer. Antioxidants 
(Basel). 2021;10(5). https:// doi. org/ 10. 3390/ antio x1005 0701.

 31. Lock RB, Ross WE. DNA topoisomerases in cancer therapy. Anticancer 
Drug Des. 1987;2(2):151–64 https:// www. ncbi. nlm. nih. gov/ pubmed/ 
28350 59.

 32. Downes CS, Johnson RT. DNA topoisomerases and DNA repair. Bioessays. 
1988;8(6):179–84. https:// doi. org/ 10. 1002/ bies. 95008 0602.

 33. Afriat R, Horowitz S, Priel E. Mycoplasma fermentans inhibits the activity 
of cellular DNA topoisomerase I by activation of PARP1 and alters the 
efficacy of its anti-cancer inhibitor. PLoS One. 2013;8(8):e72377. https:// 
doi. org/ 10. 1371/ journ al. pone. 00723 77.

 34. Arcand J, Robitaille G, Koenig M, Senecal JL, Raymond Y. The autoan-
tigen DNA topoisomerase I interacts with chemokine receptor 7 and 
exerts cytokine-like effects on dermal fibroblasts. Arthritis Rheum. 
2012;64(3):826–34. https:// doi. org/ 10. 1002/ art. 33377.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.

https://doi.org/10.1158/1078-0432.CCR-04-2333
https://doi.org/10.1158/1078-0432.CCR-04-2333
https://doi.org/10.3390/antiox10050701
https://www.ncbi.nlm.nih.gov/pubmed/2835059
https://www.ncbi.nlm.nih.gov/pubmed/2835059
https://doi.org/10.1002/bies.950080602
https://doi.org/10.1371/journal.pone.0072377
https://doi.org/10.1371/journal.pone.0072377
https://doi.org/10.1002/art.33377

	Up-regulation of GSTT1 in serous ovarian cancer associated with resistance to TAXOL  carboplatin
	Abstract 
	Introduction
	Materials and methods
	Ovarian cancer tissues
	Cell culture and reagents
	Establishment of taxol  carboplatin-resistant OC cell lines (SKOV3-TAXCBP, HO8910-TAXCBP)
	Establishment of GSTT1 down-regulated transduced cells
	Cell cycle assay
	Cell death assay
	Cell proliferation assay
	Colony formation assay
	Immunohistochemistry
	Quantitative real-time PCR (qRT-PCR)
	Western-blot and co-immunoprecipitation
	Immunofluorescence
	Statistical analysis

	Results
	Establishment of taxol  carboplatin-resistant (TAXCBP) SOC cell lines
	GSTT1 is substantially upregulated in taxol  carboplatin-resistant SOC cells
	Down-regulation of GSTT1 increases the sensitivity of drug-resisitant cells to taxol  carboplatin
	Down-regulation of GSTT1 increases cell death and induces cell cycle arrest
	The role of GSTT1 in drug-resistance is related to DNA damage repair molecules

	Discussion
	Conclusion
	Acknowledgements
	References


